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<160> 28 

<170> Patentln version 3.0 

<210> 1 

<211> 130 

<212> PRT 

<213> Homo sapiens 



- 2 - 



<400> 1 

Met Lys Leu Ala Phe Leu Phe Leu Gly Pro Met Ala Leu Leu Leu Leu 
15 10 15 

Ala Gly Tyr Gly Cys Val Leu Gly Ala Ser Ser Gly Asn Leu Arg Thr 
20 25 30 

Phe Val Gly Cys Ala Val Arg Glu Phe Thr Phe Leu Ala Lys Lys Pro 
35 40 45 

Gly Cys Arg Gly Leu Arg lie Thr Thr Asp Ala Cys Trp Gly Arg Cys 
50 55 60 

Glu Thr Trp Glu Lys Pro lie Leu Glu Pro Pro Tyr lie Glu Ala His 
65 70 75 80 

His Arg Val Cys Thr Tyr Asn Glu Thr Lys Gin Val Thr Val Lys Leu 
85 90 95 

Pro Asn Cys Ala Pro Gly Val Asp Pro Phe Tyr Thr Tyr Pro Val Ala 
100 105 110 

lie Arg Cys Asp Cys Gly Ala Cys Ser Thr Ala Thr Thr Glu Cys Glu 
115 120 125 

Thr lie 
130 

<210> 2 

<211> 390 

<212> DNA 

<213> Homo sapiens 



<400> 2 



atgaagctgg 


cattcctctt 


ccttggcccc 


atggccctcc 


tccttctggc 


tggctatggc 


60 


tgtgtcctcg 


gtgcctccag 


tgggaacctg 


cgcacctttg 


tgggctgtgc 


cgtgagggag 


120 


tttactttcc 


tggccaagaa 


gccaggctgc 


aggggccttc 


ggatcaccac 


ggatgcctgc 


180 


tggggtcgct 


gtgagacctg 


ggagaaaccc 


attctggaac 


ccccctatat 


tgaagcccat 


240 


catcgagtct 


gtacctacaa 


cgagaccaaa 


caggtgactg 


tcaagctgcc 


caactgtgcc 


300 


ccgggagtcg 


accccttcta 


cacctatccc 


gtggccatcc 


gctgtgactg 


cggagcctgc 


360 


tccactgcca 


ccacggagtg 


tgagaccatc 








390 



<210> 3 
<211> 106 
<212> PRT 



- 3 - 



<213> Homo sapiens 



<400> 3 

Ala Ser Ser Gly Asn Leu Arg Thr Phe Val Gly Cys Ala Val Arg Glu 
15 10 15 

Phe Thr Phe Leu Ala Lys Lys Pro Gly Cys Arg Gly Leu Arg lie Thr 
20 25 30 

Thr Asp Ala Cys Trp Gly Arg Cys Glu Thr Trp Glu Lys Pro lie Leu 
35 40 45 

Glu Pro Pro Tyr lie Glu Ala His His Arg Val Cys Thr Tyr Asn Glu 
50 55 60 

Thr Lys Gin Val Thr Val Lys Leu Pro Asn Cys Ala Pro Gly Val Asp 
65 70 75 80 

Pro Phe Tyr Thr Tyr Pro Val Ala lie Arg Cys Asp Cys Gly Ala Cys 
85 90 95 

Ser Thr Ala Thr Thr Glu Cys Glu Thr lie 
100 105 

<210> 4 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 4 

atgaagctgg cattcctctt cctt 2 4 

<210> 5 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gcatgtgctg ctcacacagg t 21 

<210> 6 

<211> 19 

<212> DNA 

<213> Homo sapiens 



- 4 - 



<400> 6 

ctgcaggtgc cttcggatc 



19 



<210> 7 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gagacatctc cccactgtgt tt 22 

<210> 8 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<210> 9 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atgcctatgg cgtcccctca aac 23 

<210> 10 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<400> 8 

gtttccccca acagaatgtc aa 



22 



<400> 10 

ctagtagcga gagaggcgac acatgtca 



28 



<210> 



11 



- 5 - 



<211> 130 
<212> PRT 
<213> Mus musculus 



<400> 11 

Met Lys Leu Val Tyr Leu Val Leu Gly Ala Val Ala Leu Leu Leu Leu 
15 10 15 

Gly Gly Pro Asp Ser Val Leu Ser Ser Ser Ser Gly Asn Leu His Thr 
20 25 30 

Phe Val Gly Cys Ala Val Arg Glu Phe Thr Phe Met Ala Lys Lys Pro 
35 40 45 

Gly Cys Arg Gly Leu Arg lie Thr Thr Asp Ala Cys Trp Gly Arg Cys 
50 55 60 

Glu Thr Trp Glu Lys Pro lie Leu Glu Pro Pro Tyr lie Glu Ala Tyr 
65 70 75 80 

His Arg Val Cys Thr Tyr Asn Glu Thr Arg Gin Val Thr Val Lys Leu 
85 90 95 

Pro Asn Cys Ala Pro Gly Val Asp Pro Phe Tyr Thr Tyr Pro Met Ala 
100 105 110 

Val Arg Cys Asp Cys Gly Ala Cys Ser Thr Ala Thr Thr Glu Cys Glu 
115 120 125 

Thr lie 
130 

<210> 12 

<211> 393 

<212> DNA 

<213> Mus musculus 



<400> 12 
atgaagttgg 


tataccttgt 


ccttggtgca 


gtggccctcc 


ttctcctggg 


tggccctgac 


60 


tctgtcctca 


gcagctccag 


tgggaacctg 


cacacttttg 


tgggctgtgc 


tgtgagggaa 


120 


ttcactttca 


tggccaagaa 


gccaggctgc 


aggggacttc 


ggatcaccac 


agatgcctgc 


180 


tggggccgct 


gcgagacctg 


ggagaaaccc 


atcctggagc 


ctccctacat 


tgaagcctat 


240 


catcgagtgt 


gtacatacaa 


tgagaccaga 


caggtgacag 


tgaagctgcc 


taactgtgcc 


300 


cctggagtcg 


atcctttcta 


cacctaccct 


atggctgtcc 


gatgtgactg 


tggggcgtgt 


360 


tccactgcca 


ccactgagtg 


tgagaccatc 


tga 






393 



- 6 - 



<210> 13 

<211> 106 

<212> PRT 

<213> Mus 



musculus 



<400> 13 

Ser Ser Ser Gly Asn Leu His Thr Phe Val Gly Cys Ala Val Arg Glu 
15 10 15 

Phe Thr Phe Met Ala Lys Lys Pro Gly Cys Arg Gly Leu Arg lie Thr 
20 25 30 

Thr Asp Ala Cys Trp Gly Arg Cys Glu Thr Trp Glu Lys Pro lie Leu 
35 40 45 

Glu Pro Pro Tyr lie Glu Ala Tyr His Arg Val Cys Thr Tyr Asn Glu 
50 55 60 

Thr Arg Gin Val Thr Val Lys Leu Pro Asn Cys Ala Pro Gly Val Asp 
65 70 75 80 

Pro Phe Tyr Thr Tyr Pro Met Ala Val Arg Cys Asp Cys Gly Ala Cys 
85 90 95 

Ser Thr Ala Thr Thr Glu Cys Glu Thr lie 
100 105 

<210> 14 
<211> 39 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 
<223> Oligonucleotide 



<400> 14 

attactagtt ccaccatgaa gttggtatac cttgtcctt 3 9 

<210> 15 

<211> 36 

<212> DNA 

<213> Artificial Sequence 



- 7 - 



<220> 



<221> misc_f eature 



<223> Oligonucleotide 



<400> 15 

ttaataatcg atcgtcagat ggtctcacac tcagtg 



36 



<210> 16 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<223> Oligonucleotide 

<400> 16 

ccgcactagt tccaccatgc ccatggcacc acgagt 3 6 

<210> 17 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> Oligonucleotide 



<400> 17 

gcggcgttcg atcgctagta gcgggagaaa cggcacatat c 



41 



<210> 



18 



<211> 



815 



<212> 



DNA 



- 8 - 



<213> Mus musculus 



<400> 18 
atgcccatgg 


caccacgagt 


cttgctcctt 


tgcctgctgg 


gcctggcagt 


cactgaaggg 


D U 


catagcccag 


agacagccat 


cccaggctgc 


cacttgcacc 


gtgagtaact 


ctgcttgggg 


ion 


agcggatgga 


cgggtaaccc 


ggccagcacg 


gccttcaccg 


gctgctccct 


tctctgcttc 


ion 


cagccttcaa 


tgtgacggtg 


cgcagtgatc 


gcctcggcac 


ttgccagggc 


tcccacgtgg 


Z 4 U 


cacaggcctg 


tgtaggacac 


tgtgagtc ta 


gtgctttccc 


ttcccggtac 


tctgtgctgg 


JUU 


tggccagtgg 


ctatcggcac 


aacatcacct 


cttcctccca 


gtgctgcacc 


atcagcagcc 


3 60 


tcagaaaggt 


aaggggcctg 


agcctgatgg 


agcgtgaggg 


tggggaccca 


ggggcctgag 


420 


cctgatggag 


cgtgagggtg 


gggacccagg 


ggtccgaacc 


tgacctggtg 


tgagggtggg 


480 


gacccaggag 


cccgaacctg 


accaggtatg 


agggtgggga 


cccaggggcc 


cgaacctgac 


540 


cggggtgtaa 


gggtggggtc 


ccccaggggc 


ccgaacctga 


ccgggccata 


agggtgggga 


600 


cccccagggg 


cccgaacctg 


accaggtgtg 


agggtgagga 


cccaggggtt 


cgaacctgat 


660 


gggggcgtga 


gggtggggtg 


gaatgggaac 


aaacttgggt 


cctcctccaa 


caggtgaggg 


720 


tgtggctgca 


gtgcgtgggg 


aaccagcgtg 


gggagcttga 


gatctttact 


gcaagggcct 


780 


gccagtgtga 


tatgtgccgt 


ttctcccgct 


actag 






815 



<210> 19 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gcctctagaa agagctggga c 21 

<210> 20 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 20 

cgccgtgttc catttatgag c 21 
<210> 21 



- 9 - 



<211> 39 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<223> Oligonucleotide 

<400> 21 

attactagtt ccaccatgaa gttggtatac cttgtcctt 3 9 

<210> 22 

<211> 36 

<212> DNA 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 
<223> Oligonucleotide 



<400> 22 

ttaataatcg atcgtcagat ggtctcacac tcagtg 3 6 

<210> 23 

<211> 2985 

<212> DNA 

<213> Mus musculus 



<400> 23 
atgaagttgg 


tataccttgt 


ccttggtgca 


gtggccctcc 


ttctcctggg 


tggccctgac 


60 


tctgtcctca 


gcagctccag 


tgggaacctg 


cacacttttg 


tgggctgtgc 


tgtgagggaa 


120 


ttcactttca 


tggccaagaa 


gccaggctgc 


aggggacttc 


ggatcaccac 


agatgcctgc 


180 


tggggccgct 


gcgagacctg 


ggaggtgagt 


agtccaaggg 


gcttgggtgg 


cagtgtcctc 


240 


ggggacaggg 


ccttgatttc 


aagctcacag 


tttcacgatg 


gaggggaagc 


tggcatacct 


300 


gccctgccct 


ctgggctcta 


aaaagctgat 


cacacaatta 


tttggcttct 


tccatatggt 


360 



- 10 - 



ctgaaaacca 


tgatgatggt 


tttttccaga 


ggactgttga 


ggttggtaat 


gtaatttcca 


420 


tggttctgtt 


tgggagccat 


ccctaggagg 


gtgggtgcta 


ctatttaccc 


attgtagaga 


480 


tcacaggaaa 


ggagtcgaga 


gggaatggct 


tcgaagtcag 


agagagtcag 


tgcaaagttg 


540 


gaaatgaatt 


cttggtccaa 


acctgtgacc 


acatctcctt 


cctgtatttt 


ctcagctgtg 


600 


aggaagtcag 


gcagttaccc 


agaagaaccc 


ggaagctgca 


tgctgagaga 


ggcgtagtcc 


660 


caggctctgc 


cacgactgtt 


ttccctttgt 


cccagtccag 


tgtgagatct 


ggtctgtccc 


720 


tttataccca 


gttctgtctg 


gactttcatt 


tttagagtgg 


gtgcatacat 


ctcaaagctg 


780 


gcttaactag 


aaagtgttcg 


tggtgtccag 


ctgagctgac 


tcttgctgaa 


aatggtgacg 


840 


tctcagtgac 


ctgagcttca 


aagatggcag 


atttagcaaa 


attaaagcca 


aaagaacctc 


900 


cccacaccga 


aatcaaccaa 


ccaactcaaa 


acaccattaa 


cccccttcca 


cctcagaccc 


960 


tccccacaat 


ctgaagtgaa 


gtgaaattaa 


aaaaaaaaaa 


gttaggggac 


tcagataaat 


1020 


ttgaattcag 


atcaataaca 


caattttttt 


ggcctaagcc 


caccccaaat 


attgcatgag 


1080 


acagatttat 


aaaataaaaa 


aattgaaata 


caaagttaat 


tgagtacgca 


atttttctag 


1140 


aatcccagaa 


tgctgagagt 


cagaagacag 


aatggagaga 


gaaacggaac 


ttctcctccc 


1200 


ggcccttgag 


aaggacaggt 


ctctgttttt 


ataatattga 


agctggattt 


catcttgagc 


1260 


tggcttgcct 


gtcatctata 


ggtgtacaca 


cacacacatg 


tgtatgtgtg 


tgtgcctatg 


1320 


cacatatgta 


cttatgtatg 


tatatatgta 


tatctcttga 


ttctatgtac 


ctgcgtgcat 


1380 


tatctatata 


cgtgtatgcc 


tgtgcataca 


tctaagcacg 


tagctatgta 


tagatgtatg 


1440 


tatcatctat 


ctgatttccc 


tacttaacat 


tattattatt 


ttttggattg 


gaacaaaggg 


1500 


actgttccct 


gaatgattat 


tgttattgat 


tcgttactac 


atccttatac 


ttgcgctcat 


1560 


aagagccatt 


gactacttgt 


attgagccct 


gacctttcgc 


cagggcttgt 


gcactgcaca 


1620 


catcacctca 


tctagctcca 


tgacaatgct 


agcaaaggtt 


tttttttttt 


tttattcctt 


1680 


atagaagagg 


gaacaagggc 


ttggaagagt 


taagagcttc 


ccctaggtct 


ccagcagcag 


1740 


taaagcaggc 


aggcatagtg 


gggctgactg 


cagactctgg 


gtctctctct 


actgatctct 


1800 


acgttctcta 


acagaatcat 


ctttgaagtc 


aaggtttata 


aaaggcaaag 


ggaggaagtg 


1860 


aactaaccct 


ccagtcatta 


gagcagaata 


ttcaggaagc 


tccctggccc 


tgctgtcttt 


1920 


tgtggattca 


gttacaagta 


gttcttgcag 


aagtcctggg 


taccaggctg 


gctgggtact 


1980 


ggagaatagt 


ggctgaccta 


acggagctcg 


gtctccacat 


taggagcaat 


gtcacacaaa 


2040 


gatacaggag 


atggcatgtg 


gaaatggaga 


aacacagcaa 


accagcccct 


aaaccagaac 


2100 


cacacaggaa 


gggactaggg 


agcgccaggg 


cttggaggtg 


ggttgaagcg 


atttaaaata 


2160 


gcatcagaaa 


atgccgctct 


ggattgggtg 


agatttgaac 


agaatcctaa 


gagcttggtg 


2220 


ataggtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtggtgttct 


2280 



- 11 - 



gggcagaggg 


aacagcagat 


acaaagaccc 


tcagtttggg 


ttctgaagca 


gcatagagac 


2340 


cactgtgact 


ggagctggag 


accgtgttgg 


caaggtcagg 


gccatagctg 


acatgtcaga 


2400 


agtaagagta 


cgggcagaaa 


atacagggac 


ttgagaagaa 


tcctagtgtc 


tgtgtttacc 


2460 


ctgagggaga 


tggaaaacta 


ccggggtttg 


agcagcggtg 


agccaggact 


gacttgtatt 


2520 


ttaaaaggct 


cattcgtgct 


gtaaacattt 


tgtaggggta 


atggtaggag 


aagggagacc 


2580 


agcatttact 


aaatatttac 


caagtgcatc 


ctgtgttctg 


tgggctttcg 


tggaagctcg 


2640 


ggacatggta 


atgagcaaag 


taacttcctg 


ctttcaggag 


tgtattcgta 


gtgggaggag 


2700 


tcagtacgta 


agtaaccagc 


cagtgatgac 


tggcaccaag 


aacaggaagc 


ggatgctgta 


2760 


ttctaacatt 


tttcctgttt 


tttacccttg 


ggatagaaac 


ccatcctgga 


gcctccctac 


2820 


attgaagcct 


atcatcgagt 


gtgtacatac 


aatgagacca 


gacaggtgac 


agtgaagctg 


2880 


cctaactgtg 


cccctggagt 


cgatcctttc 


tacacctacc 


ctatggctgt 


ccgatgtgac 


2940 


tgtggggcgt 


gttccactgc 


caccactgag 


tgtgagacca 


tctga 




2985 



<210> 24 

<211> 22 

<212> DNA 

<213> Mus musculus 



<400> 24 

ccagtgtgat atgtgccgtt tc 22 

<210> 25 

<211> 20 

<212> DNA 

<213> Simian virus 40 



<400> 25 

gaagagcgca gagctcggta 20 

<210> 26 

<211> 24 

<212> DNA 

<213> Mus musculus 



A 



- 12 - 



<400> 26 

tggagtcgat cctttctaca ccta 24 

<210> 27 

<211> 19 

<212> DNA 

<213> Simian virus 40 



<400> 27 

agagcgcaga gctcggtac 19 

<210> 28 

<211> 16 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 
<223> Oligopeptide 

<400> 28 

Cys Ser Pro Arg Tyr Ser Val Leu Val Ala Ser Gly Tyr Arg His Asn 
15 10 15 



1 



